presented numbers for the initial samples collected, however some of these samples presented low RNA yield on extraction and were discarded. Therefore, there are several places throughout the manuscript that required updated numbers to reflect the number of samples that were included for the transcriptomics analysis. Table 1 should appear as it does below. S1 Fig has also been corrected in the light of this error, including the numbers throughout the manuscript which come from that figure.
The first and second sentences in the "Methods and findings" section of the abstract should read: "We performed whole blood transcriptome and flow cytometry analyses on a total of 62 critically injured patients (Injury Severity Score [ISS] � 25) in the hyperacute time period within 2 hours of injury. We compared transcriptome findings in 28 critically injured patients with those of 6 patients with minor injuries (ISS < 4)." The first sentence of the second paragraph in the same section should read: "In the transcriptome cohort, 12 critically injured patients later developed MODS. Compared with the 16 patients who did not develop MODS (NoMODS), maximal differential expression was seen within the hyperacute window. In MODS versus NoMODS, 363 genes were differentially expressed on admission, compared to only 33 at 24 hours postinjury."
The first bullet point in the "What did the researchers do and find?" section of the Author summary should read: "We studied 29,385 immune cell genes within whole blood samples obtained from 28 critically injured patients at admission (within 2 hours of injury) and compared these to samples obtained at 24 and 72 hours following injury."
The third sentence in the second paragraph of the subsection entitled "Patient selection" in the materials and methods section should read: "Of these, 36 patients had samples at all 3 time points and formed the critical population for this study. The critical population was dichotomised based on the presence (MODS: 19 patients) or absence (NoMODS: 17 patients) of MODS."
The third sentence in the first paragraph of the subsection entitled "Microarray protocols" within the "Data analysis" section of the materials and methods section should read: "Of the original 36 critical samples, low RNA yields prevented several patients from further analysis: MODS = 7 and No MODS = 1."
The first paragraph of the Results section should read: "The demographics and injury characteristics of the patient groups are shown in Table 1 
